This file contains the calculations for all statistical tests performed in this study:
Drug order-specific effects (Fig 3 of main A one-way ANOVA is performed (anova1 in MATLAB) on the log 2 MIC PIP values of these lineages:
We also performed the non-parametric Kruskal-Wallis test (in R):
With an ANOVA p-value of 0.0025, and a Kruskal-Wallis p-value of 0.01689, the treatments are significantly different at the alpha=0.05 level, and we continue with multiple comparisons testing with the Tukey HSD test (multcompare in MATLAB), and the Dunn's test (PMCMR package in R). A one-way ANOVA is performed (anova1 in MATLAB) on the log 2 MIC TOB values of these lineages:
We also performed the non-parametric Kruskal-Wallis test (in R): A one-way ANOVA is performed (anova1 in MATLAB) on the log 2 MIC PIP values of these lineages:
Kruskal-Wallis rank sum test data: value by lineage Kruskal-Wallis chi-squared = 11.53, df = 3, p-value = 0.009178
With an ANOVA p-value of 0.001 and a Kruskal-Wallis p-value of 0.009178, the treatments are significantly different at the alpha=0.05 level, and we continue with multiple comparisons testing with the Tukey HSD test (multcompare in MATLAB), and the Dunn's test (PMCMR package in R). 
